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BIOTECHNOLOGY Jl£ qg-S 



RAW SEQUENCE LISTING 
ERROR REPORT 



5lj ^ 1 0 2003. 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http:/Avww.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that thei 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated add resses: 

l EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 

User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, T Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Claik Street, Arlington, VA 22™2 
Or 

U.S. Patent and Trademark Office, Box Sequence. Customer Window, Upbby, Room 1B03, Crystal Plaza Two, 
2011 South Clark Place, Arlington, VA 22202 N 

4. Federal Express, United Parcel Service* or other delivery service to: U.S. Patent and Trademark Office, 

Box Sequence, Room 1 H03-Mailroo!ii, Crystal Plaza Two. 201 I South Clark Place. Arlington. VA n 2202 

Revised 04/24/2003 • ; - 



form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 



'2dqZ 



Raw Sequence Listing Error Summary 



ERROR DETECTED 



SUGGESTED CORRECTION 



SERIAL NUMBER: 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA- HEADERS, WHICH \£ERE INSERTER Y PTO SOFTWARE 

1 Wrapped Nucleic* The numberAcxt ai the end of each lino "wrapped** down lo the-next line. This may occur if your file 

Wrapped Aminot wu retrieved in i word processor aAer creating H. Please adjust your right mvgm lo .3; this will 
prevent "wrapping." 



Invalid Line Length The rules require that i line not eiceed 72 characters in length. This includes white spaces. 



II 



12 



_MLiaIigncd Amino 
Numbering 

Non- ASCII 

• . ; T !. 

Variable Length 



Patentln 2.0 
"bug" 



Skipped Sequences 
(OLD RULES) 



^Skipped Sequence! 
(NEW RULES) 



Use of n'l or Xu'i 

(NEW RULES) 



10 ^ Invalid <2I3> 
Response 



Use of <220> 



Fa ten tin 2.0 
"bug" 



The numbering under each 3* amino acid is mi saJigned Do not use tab ccnki between numbers; * 
use space character^ instead. 

The submitted file was not saved in ASCn(DOS) text, as required by the Sequence Rules. Pie** 
ensure your subsequent submission Is »*veJ In ASCII IciL 

Sequences) contain n'l or XaVs representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <720>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from imino scid 

sequencers) . Normally, Pat en tin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section lo 
the subsequent ^mino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or tJnVfl*>rn sequences. 

Sequences) fmissing. If intentional, please insert the following lines for each slapped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xj) SEQUENCE DESCR]PTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally slapped 

Plewc also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the slopped sequences. 



Sequencers) _ 



missing. If Intentional, please insert the following lines for each skipped sequence. 



<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or X*a*s have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rule*, use of <220>-<223> is MANDATORY if n's or Xaa's are present 

In <220> to <223> section, pleaje explain location of n or Xaa, and which residue n or X a* represents. 

Per L823 of Sequence f&Irt, the only valM <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Ocnus/species). <220>-<223> section nTrtquIrtd when <2 13> response is Unknown or 
lvU Artificial Sequence - - ' ' 

Sequence^) missing the <220> "Feature" and associated numeric identifiers and responses. 

Use of <220> to <223> U MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"UrJcnown." Please explain source of genetic material in <220> to <223> section. 
(See "Federal Register," OoVO 1/1998. VbL 63, No. 1CM. pp. 29631-32) (Sec 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifien and responses (as indicated on nw scqvence 
Usling). Instead, pi ease use "File Manager" or any other manual means to copy file lo floppy disk. 



13 Misuse of n n can only be used to represent a single Docleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch - 08/2 1/2001 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/612 , 894A 



DATE: 07/D3/2G03 
TIME : 15:30:49 



Lnpu:. Sot : D:\Steroidogenesis.ST25.txt 
o l o. i.jL: N:\CRF4\07032003\l612894A.raw 



1 ] 

13 
± ,.■ 
17 
1- 
I '. 1 



'll" 1 "' APPLICANT: S"-' DaiagFas M 

"lark, Barb ira J 

:12 > TITLE OF 1 N7ENT 1 ON : Compositions and Methods for Regulation of Steroidogenesis 
:13"' PILE PEFEPENCE: 134 91.43 

■ CURRENT APE'LIOATION NUMBER : US 09/613 / S94A 



1 4 

;lt:. 

'13 
OF- 
:.!] ; 



:URF.ENT E1.3IN3 DATE: 2 JO U-07- 10 
MUMPEFv OF SEQ I D NOS : 1 =• 
SOFTWARE: Patent In versi^-n 3.2 



' _ r" no ;ier: acip 









oc 


ate • p;r • 




g a 


aa ggetcagg 


aagaaoaa ac 


cttgagtaoc 


n 












ca at a a r. 




aa a atgcgtg- 


-tgaaagct r 


c t ataga zbz 




_7 


atgoggaar. 




t.g 


ha acg a 1 1 


aaggcacc 


a a 


gotgtgctgg 


ccattggcca 


agaget ca ac 






tgaaoaaca 




: a 


aggg a 1 1 e 


c agt aecg 




tggatgggtc 


aagttcgacg 


teggagotct 


2 4 


ol 


etgottgct: 


t 




aaact gga 


agcaaca^a 




catagegace 


aggagctgtc 


eta cat c a a j 


3 [_1 




cagaaagag 




t ■? 


pataogca 


gaaggec: 


tg 


ggcatactea 


acaaccagga 


aggctggaag 


3 


3 [: 


a a g ■ ja a a go. 




ag 


aaggagaa 


cggggacg 


a a 


gtgctaagta 


agatggtgc- 


agatgtgggt 






aaggt gtt. r. 






ttggaggt 


ggtggtag 


ao 


oagoooatgg 


acagact eta 


tgaagaae tt 


4:- 




Otgeaecg z 




t ■? 


gaggo :at 


gggagagl 


'7'7 


aacccaa at g 


tcaaggagat 


caaggtcctg 




41 


cag.-iggat t 


g 




aaagac ac 


ggtcatoa 


ot 


catgagctgg 


ctgcggcggc 


agcaggcaac 


i " l": 




:taot gcoc 






agaca att 


o xtqagc z\ 




eg at gtacca 


agegcagajg 


tt aeaeetgt 












j tOO Z Z -3 C 






gagatgeogg 


ago a g a g t gg 


t gteat oaga 












a a .:■ - " a t g 


^ h pp 






ctgpaagtca 


e t aoaag a a L 






■■■x ua-;i. o ac 




og 


atgct -ag 


t :-t tgacc 




aaggggtggo 


tgecgaagae 


aat eat eaa z 




c - 


■oagoi oot r : 






aagao 


ga z agagt 


t o 


geeaaccace 


tgcgcaagcg 


eetggaagea 


''■>i :"' 


c . 


agocetgec 






aaggo a :a 


gt gtt aazj 




ctgtccacca 


cattgacctg 


ca aat cat tg 


■A y 


n 


gaa octet c 


3. 




;Tpaagacc 


g :;aa gtct 




ccatcttcae 


eta aoageat 


egggaggggt 


it.:: 




ggt.otcao 


7 


ag 


j cactagg 


a acg act :i 




aaaat cagga 


t cag :aaaat 


agaa a t gagg 


IP •) 










:;t ' ■ • ' la 




o. a 


ccgcatagca 


gtgaaggcta 


agggata aqt 






> ■ -3- < - 




3 J 








<r; ::ttacoao 


::c aaaat gt 


ca c t a it at o a 












. ■ 1 a i" ■■ -i . i 3 g 1 


aangtot - 




otaqgaaact 


atg t aaaagt 














. t '_ o a a t g 


a a a o t a c 






1 1 '?c a gag t a 






6 ,;1 


• *-g^o 


a 


g a 


:ia: oaaac 


catcatt a 


t 7 


cogaottooc. 


tactaatccc 


atgacaataa 


144 

























^ ± l ' .'.ij : 

PENCTH : 2^4 
TYPE: PFT 

C'PC : AN1SM: (amino acid 



1 ^ 
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RAW SEQUENCE LISTING DATE: 07/03/2 0 03 

PATENT APPLICATION: US/09/612 , 894A TIME: 15:30:49 

Inpuo Set : D:\Steroidogenesis.ST25.txt 
(Output Set: N:\CRF4\07032003\l612894A.raw 

81 Met Phe Leu Ala Thr Phe Lys Leu Cys Ala Gly Ser Ser Tyr Arg His 

£2 1 5 10 IS 

e : - Met Arg Asn Met Lys G.l.y Leu An? His Gin Ala Val Leu Ala lie Gly 

e^" 2 0 2 5 30 

Gin Glu Leu Asn Trp Arg Ala Leu Gly Asp Ser Ser Pro Gly T rp Me*. 

Qf. 35 4 0 4 C . 

9.- G:y Gin V".l Arg Arc Ara Ser Ser Leu Leu Gly Ser Gin Leu Glu Aid 

V Tnr . LJ eu i yr t>ei nop Gi.n Glu Leu Ser- Tyr I .: h G 1 n < - i *"• Gly G i u. Val 

9 A (S5 7 0 7 5 8 0 

li.'l A'..a Met Gin Lys Ala Leu Oly lie Leu Asn Asn Gin Glu Gly Trp Lys 

10:"! : : t 00 ^ 

1 [ i r Lys Glu Ser Gin Gin Glu Asn Gly Asp Glu Val Leu Ser Lys Met Val 

lr. Ki 100 105 110 

lii'^ Pre Asp Val Gly Lys Val Phe Arg Leu Glu Val Val Val Asp Gin Pro 

lie 115 ISO lib 

IV;. Met. A.Ep Arg Leu Tyr Glu Glu Leu Val Asp Arg Met Glu Ala Met G.l y 

114 1?C 135 i-;o 

1 Goo Trp Asn Pro Asn Val Lys G.: a Tie Lys Val. Leu : ! r. Arg lie G.l y 
lis l-;5 150 1 55 loo: 



Asp Thr Val I .1 e Thr His Glu 



rti rj rt.. c3 j-v.i c M.J <3 .7 .1 y 



r: . :.05 no :'i5 

1; Leu Vai Gly Pi- Arg Asp She V,* 1 Ser Va.l. Arg Cys Tor Lys Arg Arc 

1 e 'I " 1:5 100 

1_0 Gly Ser Thr Cys Val Leu Ala Gly Met Ala Thr His Phe Gly Glu Met 

ISO 195 200 2 05 

IS.}. Pro Glu Gin Ser Gly Val lie Arg Ala Glu His Giy Pro Thr Cys Met 

134 2 10 215 220 

137 Vol Leu His Pro Leu Ala Gly Ser Pro Ser Lys Thr Lys Leu Thr Trp 

130 22 5 250 235 24 0 

14 j Leu Leu Ser lie Asp Leu Lys Gly Trp Leu Pro Lys Thr lie lie Asn 

14:' 24 5 2 50 25 5 

14 5 G_ri Val Leu Set Gin Thr Gin lie Glu Phe Ala Asn His Leu Arg Lys 

14- / * 2 65 270 

1-^ Ara Leu Glu Ale Ser rvo Ala Ser Glu Ala Gin Cys 

15 1. " 175 280 

ISr -:sl0e SEQ ID NO: 3 

154 ■:::]]> LENGTH: 1 4 

155 0012..^ TYPE: PPT ^ — ' 

1 : ■ o -.SIS-- ORGAIIISKf Amino acjsi^ 

I.-.:- O-;0 ; V ■ SEGUPNO'F : "3 



.:11.- LENGTH: 1. 
: 1 <V ■ Tj r'E: rr.T 



ORG A! 



17; A.i a Leu Gly lie Leu Asn Asn Gin Glu Gly Trp Ly: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/612 , 894A 



DATE: 07/03/2003 
TIME: 15:30:49 



Input Set : D:\Steroidogenesis.ST25.txt 
Cut put Set: N:\CRF4\07032003\l612894A.raw 



172 1 
17 r - 
1 7 0 

17': 

17x 
180 
13. ' I 



10 



210* SEO II' NO: 5 

::1 1: • LEI IGTH : 1 9 

■ TYPE: LP I ^ - 

.:l..v' OPGAN] SV^f f5nirio acid 

m ! i ■ SEOOENOP : — ~ ^ 



Val Leu Ala Gl y Met Ala Thr His Phc 01 y 01 u Me 



i -1, i 

i : 

i 

i r 

i - ■■ 

... I 



. ; 2Fp II. 10' : P 

. : P LENGTH: k 

. 1 O ■ 7YTE: PIT 

1 1 P • ORGAN! 2M: V Amino acid 

■I :j ■ ■ ■ SEvdENOE : "TP 

.v-n 01 Ti '.Uu 0-1 v" Tip Lys 



O' NO: 



le::oth 



OR- -AN: 2 If! : Amino 
':iu O.. y Pro Thr Oys Met Val 



: / 
i c, 



• :i3 

■ : 4 u o 
He I 



OEo IP No: 
LENGTH : 11 

■ OROANISP ^ Amin o aoidj 

• seoof;i:oeTT 

ieu Asn Asr; Gin Gl u 01 y Trp Lys Lys Glu 



111 




±V no: - A 
LENGTH : J 5 
TYPE: DNA,- ^2- — " 
'"0 GANI SM^, o* Per nuc 1 * 
EE AT UP. E : ' ' 
NAME /KEY : mi sc_f eat j re 
ROGATION: :;■)..( 3 ) 

OTHER I N FORMAT ION : n = (aorcorqort/u) or (unknown or other) 
FEATURE : 

NAME/REY: modified oase 
L00A7 j ON : O' ) . . ! 6 J 



"'THEK I ! 'FORMAT ION : y - c 



22- LOCATION: ( 1 2 ; . . ( 1 2 ) 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/612 , 894A 



DATE: 07/03/2003 
TIME: 15:30:49 



Input Set : D:\Steroidogenesis.ST25.txt 
Output Set: N:\CRF4\07032003\l612894A.raw 



:23> OTHEP INFORMATION: n = (a 

EEATYPE: 

.Jl:> NAME/KEY: rr isc_f oature 

: jj> LOCATION : (15) . . (15) 

:23/- uTHEF I NFOF MAT I OI I : n === (a 

J.:0> FEATNFE: 

■_]'■ NAME /KEY: misc feature 



:<r c or g or t/u) or (unknown or other) 



>r g or t/u) or (unknown or other) 



W--> 265 



■ .0 .■ ■ v^I-ILi.:' ^ i < r : ^r i i^l i i. : w'. i : li : - \ a. L O OL g 0 1 ! L / U ; 

■ FEATNFE: 
• 1 . ■ LAME / LEY : mod If i o j_base 

LOCATION: (31) . . (21) 
*\ . ;.- mTHEI- INFOFMATION: y === c or t/u 
•• 4 Lu •• 3E0NENCE: '3 
gcngarcayg gnccnacntg yatgg 
3E0 TC= NO: 10 
LENGTH: 

'I Y-E: EI IA ... ■ - - - — ^ 

' >F3^ALI 3F^ <: t- her Tiucleic acid 11 

NAME, KEY : modi f i >>d base 
"..0 :AT: ON: r: ) . . { \< ' 



.'i ( unknown or caner 



25 



_ :*-: i , 



1 'TiiEF INFOFMATION: i = : 

FEATLFE: 
:I: l IA1-IE /' K'EY : iii_sc_f'o.ature 
3v LOCATION: (3) . . (%) 

OTHER INFOFMATION: n - 
Yi> FEATURE: 

:1> NAME /KEY: irusc_f e.ature 
:E> LOCATION: { 1 1} . . ( 11) 
:3> OTHEP INFOF.MATIO] i : n :=: 
:0> FEATNFE: 

■I:- NAME /KEY: it : sc_ f e atur e 
. :■ LOCAL! ON : i 1 1 ) . . ■ 14 ) 
- M'T/fiEP INKf 'FMATI'^1: r - 

0. - FEATLFE: 

1 I - AME / KE Y : mod 1 f i * j_ La.? e 
3> LOCATION: i 17) . . ( 17) 

oTHEF INFORMATION: r === a or g 
0> FEATUF.E : 

1. - IkAME ■ KEY : n:odifiol base 



a or g 



a or c or g or t/u) or (unknown or other) 



a or c or g -or t/u) or (unknown or other) 



(a or 



\TI. : R3 : 



W--> 310 ccatrcangt nggnccrtgy tcngc 



25 



file://C:\CRF4\Outhold\VsrI6 12894A.htm 



7/3/03 



Page 5 of 8 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/612 , 894A 



DATE: 07/03/2003 
TIME: 15:30:49 



313 
214 
2 13 
:- 1 r 
31'^ 



W--> 340 



• 4 C 

• 4 '4 

:'■ 30 



Input Set : D:\Steroidogenesis.ST25.txt 
Output Set: N:\CRF4\07032003\l612894A.raw 

:310 ■ SEi.) ID NO: 11 

311 ■ LENGTH : 17 _ 

3 1 : o?.;ANI2M(f other nucleic acid_ 
FEATURE: 

' • 7'o : 



PEAT^FE : 

NAME KEY: iu: :i l t i>.j:i_base 
LOCATION: { k>) . . ( t>) 
OTHER INFY'FMATRjN: r == a or g 
FEATURE : 

NAME /KEY : n,:: ilf i ed_base 

LOCATION: ( ! r») . . ( 'H ) 

' 'THEE INFORMATION: i = a or g 

rE.ATT.iRE: 

NAME/ KEY : rr. . so f mature 



O ME--. I NEOF.: 1ATION : 
;HoUF.NCE: ] 1 
aaycarcarg gntggaa 



! -4 



O 



a or * /u) or (unknown cr other) 



17 



) 



SEo :L NO: ": .. 

LENGTH : 1 7 _ 

TYPE: DNA^ ^ """"*" 
ORGANI3M(: ether :iu:leic acid 

FEATURE:^- — - 

: iAME / KE Y : n 1 1 s c_ f e a t u r e 
LOCATION : (♦;:)..('») 

'"jTHER I NEOFMATION : n = (a or c or q or t/u) or {unknown or other) 
FEATURE: 

NAME/ KEY : rr.odi f i >-d_ base 
LO^AYK'N: ( 'r . - ( 

<jTHEF INF2RRIATION: y - c rr t/u 
FEATNt E: 

NAME/KEY: ir-:dif tase 

LOCATION: (12) . . [12) 

oTHEF INF ORMATION : y = c or t/ u 

EEATUFE: 

NAME/P'E v : in^dified b.ic-o 
t fi. - at] on ; f i Pi . . ( 1 Vi 



3 b-' ■; :■ 2Y M33F : l . 
W--> 370 ttccanccyt cytgrtt 

■ . '. i: 3E>. ID NO: 3 
°74 ] • ! ENGTH: 401 

2 7 6 :. . ■; l>F. AN I SM :< v o\ her 
2-7 1 -LluO.- SEQUENCE: V> P? 



acid- 



n. 



' ' Xj^lt O O- cU 



Li;-*.*-*-' 



17 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 07/03/2003 

PATENT APPLICATION: US/09/612 , 894A TIME: 15:30:50 

Input Set : D:\Steroidogenesis.ST25.txt 
Output Set: N:\CRF4\07032003\l612894A.raw 

Please Note : 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 



S e*4 $ 

Seo# 



2 q# 



0; N Po. 

' 0; N Pos . 8,11,14,23 



in rOb . o 
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